
ELIXIR – BFSP (Biodiversity, Food Security & Pathogens)

BioDiv-FC: Biodiversity FAIR-Checker
Domain-aware FAIRness evaluation for biodiversity data (genomics • specimens • ecology)

Goal: make FAIR evaluations reflect real 
biodiversity data practices, object metadata 
completeness, and turn results into actionable 
recommendations.
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ELIXIR BFSP Strategy: https://zenodo.org/records/15133254 

https://zenodo.org/records/15133254


Why biodiversity FAIRness needs domain-aware evaluation?
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Generic FAIR checks miss biodiversity specifics

★ Biodiversity outputs are heterogeneous (samples, 
sequences, specimen records, images, time-series).

★ Generic FAIR tools can under-score well-curated resources 
when domain expectations are not encoded.

★ The most common blocker is missing or invalid 
machine-readable metadata (JSON-LD/RDFa/RDF).

★ Low scores reduce discoverability and reuse.

FAIR (in plain terms)
FAIR is about making digital 
objects easy for both humans 
and machines to find, access, 
combine, and reuse using 
stable identifiers, clear 
licensing/provenance, and 
standardised metadata.

Our focus
In FAIR-Checker we evaluate 
metadata exposure and 
quality (not the data files 
and/or their quality). If 
machines can’t reliably read 
your metadata, your FAIR 
score and reuse potential 
drop.
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What we are building

1) Domain-aware assessment baseline

Implement ‘core + extensions’ metadata requirements 
across Biodiversity data:
★ Genomics (ERGA/ENA/Barcodes/Bold/GGBN)
★ Digital specimens (DiSSCo)
★ Ecology/time-series (eLTER/LifeWatch)

Accounting for minimal vs recommended fields.

2) Make evaluation actionable

Translate requirements into machine-actionable 
profiles (Bioschemas + SHACL) and community-specific 
recommendations so researchers know exactly what to 
fix and where.

3) Integrate with infrastructure

Deliver a biodiversity plugin for FAIR-Checker with:

★ Domain-specific metrics

★ REST API + CLI + dashboard outputs

★ Infrastructure-friendly harvesting 

Result: FAIR evaluation becomes a 
community-owned improvement loop.
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How FAIR-Checker works and what input/output means

Inputs

★ Landing page URL

★ DOI URL

★ Accession or PID

Outputs

★ A score + per-metric results with evidence

★ Recommendations
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Typical biodiversity resources score low (metadata exposure)

★ In our initial benchmark, scores 
clustered at the low end (≈17–46%).

★ Machine-readable metadata is 
missing, split across places, or 
technically invalid.

★ Even “good” examples often miss 
licence/provenance links, lowering 
reuse-related metrics.

What BioDiv-FC changes
We keep generic FAIR checks, but add domain-aware profiles so good biodiversity 
practice is recognised  and the tool tells you exactly what to improve next.
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How we work with communities 
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Community co-creation of Bioschemas (Types) & Profiles

Step 1 — Create a ‘type’

★ A total set of ‘properties’ (attributes) that 
help describe something

★ Discussions with Biodiversity community 
(BGE project) (late 2023, German 
Biohackathon))

★ Survey of broader audience using samples 
(ELIXIR Biohackathon)

★ Formation of Bioschemas Sample Working 
Group

★ https://bioschemas.org/groups/Samples
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Community co-creation of Bioschemas Profiles

Step 2 — Create a ‘profile’

★ A prioritised  list of ‘properties’ (attributes) 
with whether they are mandatory, cardinality 
and expected values (from a list of compliant 
options)

★ Discussions with Biodiversity community - 
online workshops, surveys, f2f

★ Inform broader community (bioschemas 
mailing list, relevant projects where 
‘samples’ are used

★ Prototyping implementation activity (BFSP)
★ Show and tell, dissemination activities

★ (highlight as a general strategy) 

★ A  community-nuanced score + per-metric results with 
evidence

★ Tailored Recommendations - not generic 
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What’s next

1. We run FAIR-Checker on your exemplars (DONE)

2. Share a short report

3. Publish a draft profile for review

4. Integrate into the BioDiv-FC plugin.
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